A method to predict the probabilities to homozygous recessives and of heterozygotes.
Where the occurrence of homozygous recessives and heterozygotes is known in the pedigrees of prospective sires and dams, a method and appropriate tables are given to predict the minimum probability 1) that progeny will be homozygous recessive, or 2) that progeny of dominant phenotype are heterozygous.